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Abstract 

SARS-CoV-2 is the underlying cause for the COVID-19 pandemic. Like most enveloped RNA viruses, 

SARS-CoV-2 uses a homotrimeric surface antigen to gain entry into host cells. Here we describe S-

Trimer, a native-like trimeric subunit vaccine candidate for COVID-19 based on Trimer-Tag technology. 

Immunization of S-Trimer with either AS03 (oil-in-water emulsion) or CpG 1018 (TLR9 agonist) plus 

alum adjuvants induced high-levels of neutralizing antibodies and Th1-biased cellular immune responses 

in animal models. Moreover, rhesus macaques immunized with adjuvanted S-Trimer were protected from 

SARS-CoV-2 challenge compared to vehicle controls, based on clinical observations and reduction of 

viral loads in lungs. Trimer-Tag may be an important new platform technology for scalable production 

and rapid development of safe and effective subunit vaccines against current and future emerging RNA 

viruses.  

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


3 

 

Introduction 

Despite tremendous progress made in the past century in eradicating numerous infectious diseases via 

vaccinations, enveloped RNA viruses remain a major threat to global public health. Even with partially-

effective vaccines available, seasonal influenza can lead to hundreds of thousands of deaths worldwide 

each year (1). Public health experts have warned that a new lethal viral strain of influenza resembling the 

1918 H1N1 pandemic strain, which led to an estimated 50 million deaths worldwide a century ago, may 

one day emerge again (2). To the surprise of many, coronaviruses that most-often cause mild common 

cold have become a major threat to public health since the emergence of SARS-CoV (severe acute 

respiratory syndrome coronavirus) in 2003 (3), followed by MERS-CoV (Middle East respiratory 

syndrome coronavirus) in 2012 (4). In 2020, COVID-19 caused by the SARS-CoV-2 virus has become a 

global pandemic with over 30 million people infected and a death toll of nearly one million people as of 

September 2020 (5). The fact that no effective vaccines have ever been successfully developed against 

RSV, HIV or any coronavirus, all of which are enveloped RNA viruses, since they were first discovered 

decades ago, is a reminder of the challenges faced in developing a vaccine for SARS-CoV-2.   

Similar to other enveloped RNA viruses (such as RSV, HIV and influenza), coronaviruses 

including SARS-CoV-2 also use a distinct trimeric antigen (Spike protein) on their viral envelopes to gain 

entry into its host cells. The trimeric Spike (S) protein of SARS-CoV-2 binds to ACE2 (angiotensin-

converting enzyme 2), the host cell surface receptor, and mediates subsequent viral entry via membrane 

fusion (6). COVID-19 symptoms range widely, from mild flu-like symptoms to severe fatal disease that is 

characterized by pneumonia and often accompanied by multi-organ system failures. Severe disease 

appears to more often occur in certain populations such as the elderly and individuals with risk-factors 

such as immune-related diseases, cardiovascular disease and diabetes (7,8).  It is hoped that a safe and 

effective vaccine for SARS-CoV-2 can be rapidly developed in order to end this global pandemic. To this 

end, multiple vaccine strategies have been deployed and have entered into clinical testing, including 

mRNA and DNA vaccines, adenovirus-based viral vectors, inactivated SARS-CoV-2, and protein-based 

subunit vaccines (9). A successful COVID-19 vaccine that could impact the course of the SARS-CoV-2 

pandemic must have four essential characteristics: safety, efficacy, scalability of manufacturing and 

distribution, and speed of development (10). 

Challenges for developing safe and effective vaccines for RNA viruses are hampered by two 

major obstacles: difficulties in inducing broadly neutralizing antibodies such as in the case of HIV and 

risk of vaccine-associated enhanced respiratory disease (VAERD) in the case of RSV (11) and SARS-

CoV (12).  Recombinant subunit HIV vaccines using either monomeric or dimeric gp120 antigens failed 

in multiple clinical studies due to lack of efficacy (13). More recently, the revelation that asymptomatic 

HIV-positive carriers can produce broadly neutralizing antibodies that only recognize the native trimeric 
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gp120, but not monomeric gp120 (14-17), implies that preserving the native trimeric conformation of 

viral antigens may be important to the future success of vaccines for HIV as well as other enveloped RNA 

viruses. The risk of disease enhancement (VAERD) has been a key challenge for the development of 

vaccines for RNA viruses causing respiratory disease, as one inactivated RSV vaccine caused clear 

disease enhancement and more frequent hospitalizations than placebo in clinical trials decades ago (11), 

and similar observations have been made for SARS-CoV vaccine candidates tested in animal models (12). 

These challenges and risks may also be encountered in the development of COVID-19 vaccines (9). 

Here we describe the use of a platform technology dubbed as Trimer-Tag (18) with a tailored 

affinity purification scheme to rapidly produce (in mammalian cells) a native-like trimeric Spike protein 

subunit antigen derived from the wild-type viral sequence as a COVID-19 vaccine candidate. We 

demonstrate that adjuvanted S-Trimer induced high-levels of neutralizing antibodies as well as Th1-

biased cellular immune responses in animal models and protected nonhuman primates from SARS-CoV-2 

challenge.  

 

 

Results 

High-level expression, purification and characterization of S-Trimer antigen 

To rapidly express the S-Trimer antigen, we employed Trimer-Tag technology (18). cDNA encoding the 

ectodomain of wild-type SARS-CoV-2 Spike (S) protein (Fig. 1A) was subcloned into the pTRIMER 

mammalian expression vector to allow in-frame fusion to Trimer-Tag, which is capable of self-

trimerization via disulfide bonds (Fig. 1B). After stable transfection into CHO cells, subsequent screening 

for high-titer production clones, and extensive process optimization, a fed-batch serum free cell culture 

process in bioreactor was developed leading to high-level expression of S-Trimer as a secreted protein 

with a titer around 500 mg/L (Fig. 1C). 

To obtain S-Trimer in a highly-purified form for vaccine studies, we developed an affinity 

purification scheme (fig. S1A), by taking advantage of the high binding-affinity between Trimer-Tag and 

Endo180, a collagen receptor capable of binding to the C- terminal region of Type 1 procollagen (19) and 

to mature collagen (20). Endo180-Fc fusion protein (fig. S1B) was loaded onto a Protein A column and 

captured by the resins via high-affinity binding between Protein A and human IgG1 Fc domain of 

Endo180-Fc. Then, serum-free cell culture medium containing S-Trimer secreted by CHO cells was 

loaded onto the Protein A column with pre-captured Endo180-Fc. After washing off any unbound 

contaminating host cell proteins (HCP) and other impurities, the bound S-Trimer was purified to near 

homogeneity in a single step using moderate salt elution, conditions that do not dissociate Endo180-Fc 

from the Protein A column (fig. S1C). S-Trimer was further purified through low pH for preventative 
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viral inactivation (VI), anion exchange chromatography to remove host cell DNA and any residual 

endotoxins, nanofiltration as a preventative viral removal (VR) step and finally UF/DF to concentrate S-

Trimer to the desired concentration in formulation buffer to obtain active drug substance (DS) of S-

Trimer subunit vaccine candidate was obtained (Fig. 1C and fig. S1C). Stability analysis of purified S-

Trimer indicates that S-Trimer is stable in liquid solution formulations at 2-8°C (data not shown).   

SDS-PAGE analysis under both non-reducing and reducing conditions confirmed that the purified 

S-Trimer was a disulfide bond-linked trimer and partially cleaved at S1/S2 boundary by furin protease 

(Fig. 1,C and D), which is produced by CHO cells (21). Under non-reducing conditions, S-Trimer 

appeared in multiple high molecular weight forms, likely as a result of partial cleavage of the antigen, 

with non-covalently linked and cleaved S1 released during sample treatment. The reduced form of 

uncleaved S-Trimer has a molecular weight of around 245 kDa. Peptide sequencing via Edman 

degradation confirmed S1/S2 cleavage between 685R-686S and also revealed that the N-terminal amino 

acid of S-Trimer was blocked after signal peptide cleavage between 13S-14Q, likely via pyroglutamate 

formation at residual 14Q. This was confirmed by subsequent peptide sequencing after pyroglutamate 

aminopeptidase removal of 14Q (fig. S2).  Protein glycosylation of S-Trimer was analyzed by N- and O-

linked deglycosylases, which showed extensive N-linked glycosylation at both S1 and S2 regions, 

accounting for about 32% mass (79 kDa) to be glycans based on molecular weight changes of S2-Trimer 

and S1 before (129 kDa and 116 kDa) and after deglycosylation (93 kDa and 72 kDa) (Fig. 1E). The 

purity of purified S-Trimer was analyzed by size-exclusion SEC-HPLC showing a 96.3% main peak 

around 700 Kda and a 3.7% minor peak around 180 Kda identified as cleaved S1 (Fig. 1F, fig. S2). The 

binding affinity (KD) of purified S-Trimer to the human ACE2 receptor using ForteBio BioLayer 

interferometry was shown to be 1.33 nM (Fig. 1G).  Negative-stain EM visualization confirmed that S-

Trimer particles exist predominantly in a metastable, trimeric pre-fusion form resembling the full-length 

wild-type spike protein (fig. S3), which was further confirmed by cryo-EM structural studies in the 

accompanying paper (22). 

 

Detection of SARS-CoV-2 specific binding and neutralizing antibodies in convalescent sera with S-

Trimer 

S-Trimer was used as an antigen to detect the presence of SARS-CoV-2 Spike protein binding antibodies 

and ACE2-competitive antibodies in 41 human convalescent sera samples collected from recovered 

COVID-19 patients. High levels of S-Trimer binding antibody and ACE2-competitive titers were detected 

in the convalescent sera, as well as high neutralizing antibody titers using a pseudovirus neutralization 

assay (Fig. 2A). S-Trimer binding antibodies were not detected in the sera of naïve human volunteers (fig. 

S4), whereas antibodies binding to influenza hemagglutinin (HA)-Trimers were detected in both COVID-
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19 convalescent sera and naïve sera, implying prior infection by influenza in all subjects tested but only 

SARS-CoV-2 infection in the COVID-19 convalescent subjects. These results support the specificity of 

the assay and demonstrate the ability of S-Trimer to detect SARS-CoV-2 Spike protein-specific 

antibodies in convalescent sera, further confirming the native-like conformation of the Spike antigen in S-

Trimer.  

Analysis of antibody titers detected in the convalescent sera was stratified based on various 

factors (including COVID-19 disease severity, patient age and patient gender) in 34 subjects for whom 

such information was available (Fig. 2B and table S1). Antibody titers were observed to correlate with 

disease severity, with lower antibody titers observed in patients with mild COVID-19 disease and higher 

titers in severe cases, consistent with findings from other published studies (23,24). ACE2-competitive 

antibody titers were detectable in only 33% (n = 3/9) of patients with mild disease, while these antibodies 

were present in 82% (n = 14/17) of patients with moderate disease and in 100% (n = 7/7) in patients with 

severe disease. Antibody titers also appeared to moderately correlate with patient age, but no differences 

were observed between genders.   

Antibody titers in human convalescent sera were observed to be correlated between the three 

assays utilized (Fig. 2C), and these correlations were further confirmed in sera from animals immunized 

with S-Trimer (fig. S5 and table S2). Interestingly, several convalescent sera samples with detectable 

pseudoviral neutralizing antibody titers did not have any detectable ACE2-competitive titers (Fig. 2C, 

right), suggesting that RBD, which binds to ACE2, is not the only target for neutralizing antibodies, and 

other domains such as NTD and S2 may also be important antigenic epitopes for viral neutralization as 

previously reported (25,26).  

 

Immunogenicity of S-Trimer in rodents 

The immunogenicity of S-Trimer was first evaluated in BALB/c mice. Mice were vaccinated 

intramuscularly twice in a two-dose prime-boost regimen (Days 0 and 21) with S-Trimer either non-

adjuvanted or with various adjuvants including AS03, CpG 1018, and CpG 1018 plus alum. The adjuvant 

effects on humoral immunogenicity were evident, as S-Trimer binding antibody titers, ACE-2 competitive 

titers and neutralizing antibody titers in the adjuvanted groups were significantly higher than non-

adjuvanted vaccine at corresponding antigen dose levels (Fig. 3,A to C). High levels of neutralizing 

antibody titers were only observed in AS03 and CpG 1018 plus alum adjuvanted groups (Fig. 3C), but not 

for non-adjuvanted S-Trimer nor with CpG 1018 alone-adjuvanted S-Trimer. S-Trimer adjuvanted with 

either AS03 or CpG 1018 plus alum elicited both ACE2-competitve and pseudovirus neutralizing 

antibody titers similar to or higher than levels observed in human convalescent sera samples.  Similar 

results were observed in rats immunized with S-Trimer (fig. S6), albeit at higher overall antibody titers 
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than in the mouse studies likely in large-part due to the administration of adjuvants (AS03, CpG 1018, 

CpG 1018 plus alum) at intended-human dose-levels (10-fold higher for AS03 and 75- to 150-fold higher 

for CpG 1018 compared to doses used in mouse studies).  

S-Trimer antigen-specific cell-mediated immunity (CMI) was studied by harvesting splenocytes 

from immunized mice at sacrifice, followed by stimulation with S-Trimer antigen and detection of Th1 

(IL-2 and IFN) and Th2 (IL-4 and IL-5) cytokines by ELISpot. The CpG 1018 plus alum and AS03 

groups appeared to induce a stronger overall CMI response than non-adjuvanted S-Trimer (Fig. 3D). A 

Th1-biased cell-mediated immune response was observed across non-adjuvanted and CpG 1018-

adjuvanted (with or without alum) S-Trimer groups, while a mixed Th1-Th2 profile was observed for 

AS03. CMI did not appear to be dependent on the dose of antigen (fig. S7).  

 

Immunogenicity and immune protection against SARS-CoV-2 Challenge of S-Trimer in nonhuman 

primates 

The immunogenicity of adjuvanted S-Trimer was further studied in nonhuman primates (rhesus 

macaques). Animals (n = 6 per group) were vaccinated intramuscularly twice (at Day 0 and 21) with 

AS03-adjuvanted S-Trimer, CpG 1018 plus alum-adjuvanted S-Trimer, or a PBS vehicle control. The 

animals were then challenged on Day 35 with 2.6 x 106 TCID50 (60% intratracheal and 40% intranasal) 

SARS-CoV-2 virus and then evaluated for immune protection by various parameters.  

High levels of binding and neutralizing antibody titers measured by different methods, including 

wild-type SARS-CoV-2 virus neutralization assay, were observed in both groups receiving adjuvanted S-

Trimer (Fig. 4,A to D). The boost-effect of the second dose (on Day 21) was evident, with significant 

increases in neutralizing antibody levels observed at Day 28 and continuing to rise through Day 35 prior 

to challenge. At Day 35, neutralizing antibody titers in the AS03-adjuvanted S-Trimer group were 

significantly higher than levels in human convalescent sera (Fig. 4). For animals in the CpG 1018 plus 

alum group, despite exhibiting numerically lower binding and neutralizing antibody titers than the AS03-

adjuvanted S-Trimer group, levels of antibodies were still within the range of human convalescent sera 

(Fig. 4). Moreover, animals in the CpG 1018 plus alum group also appeared to mount a rapid and more 

durable lymphocyte response that remained high 7 days after viral challenge, compared to AS03 and 

vehicle groups (fig. S8). Interestingly, antibody titers post-viral challenge appeared to modestly decrease 

following challenge at Day 40 (5 days post inoculation [dpi]), suggesting that challenge with high doses 

of SARS-CoV-2 may have led to rapid binding of circulating anti-Spike antibodies to the virus and 

subsequent clearance; a similar trend was reported in convalescent humans that were re-exposed to the 

virus (27).  
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Following challenge with SARS-CoV-2, animals in the adjuvanted S-Trimer groups were 

protected from body weight loss, whereas animals in the vehicle control group observed rapid body 

weight loss of approximately 8% through 7 dpi (Fig. 5A and fig. S9), in line with other reported studies 

(28). Similarly, animals receiving adjuvanted S-Trimer appeared to be protected from increases in body 

temperature following SARS-CoV-2 challenge (Fig. 5B). Various blood chemistry parameters also 

suggested that animals in the active vaccine groups may have been protected from organ and tissue 

damage and other adverse effects of SARS-CoV-2 infection (fig. S10), as animals in the vehicle control 

group observed increases in blood albumin (ALB), A/G ratio, AST, creatine kinase (CK), glucose (GLU), 

lactic acid (LAC), and triglycerides (TRIG) through 7 dpi compared to the adjuvanted S-Trimer groups.   

Lung tissues were harvested at necropsy from 5 to 7 dpi and tested for SARS-CoV-2 viral loads 

based on genomic RNA (gRNA). Complete reduction of viral loads in lung tissues was observed in AS03 

and CpG 1018 plus alum adjuvanted S-Trimer groups, whereas viral loads were detectable in the vehicle 

group (Fig. 5C and fig. S11). Similar trends of reduced viral loads in animals receiving active vaccine 

were observed from throat swabs, anal swabs and tracheal brushes after challenge through 7 dpi (Fig. 

5D). Viral gRNA detected in nasal swabs were expected given the location of viral challenge and is not 

necessarily indicative of replicating virus. Histopathological analysis conducted in lung tissues and IHC 

staining with antibody specific to the Spike protein further confirmed the reduced SARS-CoV-2 infection 

in animals vaccinated with S-Trimer (Fig. 5E).  

 

D614G mutation in SARS-CoV-2 Spike protein does not alter receptor binding nor escape from 

neutralizing antibodies elicited by S-Trimer 

Since SARS-CoV-2 with D614G mutation in the Spike protein has become the predominant circulating 

strain in many regions of the world (29), we also produced S-Trimer with the D614G mutation. The 

results showed that, compared to the wild-type S-Trimer, no significant differences were observed in 

ACE2 binding affinity, nor ACE2 competitive binding against anti-Spike neutralizing antibodies 

produced from animals immunized with wild-type S-Trimer (fig. S12).  

 

 

Discussion 

S-Trimer resembles native SARS-CoV-2 spike protein in structure and functions 

Unlike other full-length Spike proteins previously used for structural studies and vaccine development 

that utilized mutations introduced to abolish S1/S2 cleavage by furin protease and reportedly stabilize the 

protein in a prefusion form (6,30), S-Trimer is partially cleaved at the S1/S2 junction, similar to S 
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proteins isolated from live SARS-CoV-2 virus (31) and recombinant full-length S expressed in HEK293 

cells (32). Importantly, we demonstrated that the S-Trimer vaccine candidate, with a fully wild-type S 

sequence from SARS-CoV-2, is not only expressed at high levels in CHO cells but also is highly 

glycosylated and adopts a native-like trimeric pre-fusion conformation. N-terminal protein sequence 

analysis revealed that upon signal peptide removal during its biosynthesis, S-Trimer has N-terminal 14Q 

modified by pyroglutamate formation to protect itself from exo-protease degradation, suggesting that S 

protein from SARS-CoV-2 can be very stable in vivo. Fusion to Trimer-Tag allows the soluble wild-type 

S protein to form a disulfide bond-linked homotrimer with a partially-cleaved S1 that remains 

noncovalently bound to S-Trimer and also to maintain high affinity binding to the ACE2 receptor, thus 

preserving the crucial antigenic epitopes necessary for viral neutralization.    

In addition to tailored-affinity purification scheme we developed for any Trimer-Tagged fusion 

proteins followed by further downstream purification steps typical for the production of modern biologics 

to ensure purity and safety (including preventative VI and VR), the current titer in bioreactor of 

approximately 500 mg/L would predict that billions of doses of S-Trimer antigen to be used in a COVID-

19 vaccine may be produced annually from several 2,000L bioreactors. The potential production output of 

S-Trimer antigen further supports the rationale to advance its clinical development with multiple 

adjuvants in parallel (such as AS03 and CpG 1018 plus alum), should supply of a single adjuvant be a 

limiting factor for the global supply of the vaccine (antigen plus adjuvant). A Phase I clinical trial is 

currently ongoing to evaluate the safety and immunogenicity of S-Trimer with AS03 and CpG 1018 plus 

Alum adjuvants (NCT04405908).  

 

Insights from the analysis of antibody titers in human convalescent sera  

Understanding which components of the immune system are needed to confer optimal immune protection 

against SARS-CoV-2 infection and COVID-19 disease is critical to the development of effective 

vaccines. It has been reported that individuals with mild COVID-19 disease observe low or undetectable 

levels of neutralizing antibodies (23,24), and approximately 35% of SARS-CoV-2 naïve individuals have 

cross-reactive CD4+ T-cell responses to SARS-CoV-2 antigens due to prior infection by other common-

cold coronaviruses (33). In this study, a clear association between higher antibody titers specific to 

SARS-CoV-2 and more severe disease was observed, using a panel of 41 human convalescent sera 

samples collected from recovered COVID-19 patients. In fact, most patients with mild COVID-19 disease 

did not have any detectable ACE2-competitive titers and only had low neutralizing antibody titers (Fig. 

2B), implying that a strong neutralizing humoral immune response may not be the only component of the 

immune system that is involved in the prevention or recovery from COVID-19 disease. These 

observations suggest that SARS-CoV-2 could be particularly susceptible to cell-mediated immune 
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responses, and some patients that develop rapid adaptive T-cell responses may not additionally need high 

levels of neutralizing antibodies to eliminate the virus. Indeed, it has been reported that patients with 

asymptomatic or mild COVID-19 disease develop robust T-cell immunity, while patients with severe 

COVID-19 disease observed T-cells at unphysiologically low levels (34) and potentially require higher 

levels of neutralizing antibodies in order to mount an effective recovery. While neutralizing monoclonal 

antibodies against SARS-CoV-2 Spike protein have been demonstrated to be protective against viral 

challenge in animals (35,36), it appears likely that COVID-19 vaccines inducing both humoral and cell-

mediated immune responses may confer optimal protection against SARS-CoV-2.          

 

Adjuvanted S-Trimer induces high levels of neutralizing antibodies in rodents and protective immunity 

in non-human primates 

Vaccine adjuvants can contribute to achieving stronger immune responses to a viral antigen. The use of 

an adjuvant is of particular importance in a pandemic situation, since it could reduce the amount of 

antigen required per dose, allowing significantly more doses of vaccine to be produced and therefore 

contributing to the protection of more people. Importantly, AS03, CpG 1018 and alum adjuvants have all 

been utilized in commercially-licensed vaccines and have significant safety databases in clinical and post-

marketing studies (37,38). 

 In our studies, we have observed significant adjuvant effects of AS03 and CpG 1018 plus alum, 

with robust high-level induction of both humoral and cell-mediated immune responses to S-Trimer in 

rodents and nonhuman primates. Interestingly, we did observe some differences in the immune responses 

stimulated by these two adjuvant systems. In nonhuman primates, AS03 appeared to induce a stronger 

humoral immune response, inducing higher levels of neutralizing antibody titers than CpG 1018 plus 

alum. While antibody titers were lower in nonhuman primates for CpG 1018 plus alum (albeit still in the 

range of or higher than human convalescent sera), CpG 1018 plus alum did appear to potentially induce a 

durable cellular immune response (as measured by lymphocyte frequency) in nonhuman primates and was 

more strongly Th1-biased in rodents. However, there were no clear differences in the immune protection 

against SARS-CoV-2 challenge observed between the two adjuvant systems in nonhuman primates, 

suggesting that both adjuvants had induced sufficient and protective levels of immunity. Importantly, no 

signs of disease enhancement were observed, a theoretical concern for SARS-CoV-2 vaccines based on 

prior experience with vaccine candidates against SARS-CoV and RSV that utilized inactivated viruses 

(11,12).  

Our data demonstrate that S-Trimer adjuvanted with either AS03 or CpG 1018 plus alum can 

induce robust humoral and cellular immune responses in various animal species and protective immunity 

against SARS-CoV-2 infection in nonhuman primates, with no signs of disease enhancement. 
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Collectively, these results support the advancement of adjuvanted S-Trimer through human clinical 

studies to further demonstrate safety, immunogenicity, and vaccine efficacy. Importantly, the recombinant 

production of S-Trimer utilizing Trimer-Tag technology has been streamlined with the ability to be 

rapidly scaled-up to billions of doses annually, and the subunit vaccine can be stored at 2-8°C (does not 

require frozen storage conditions). These advantages could allow S-Trimer vaccine candidate, if 

successful in clinical studies, to contribute significantly to the control of the COVID-19 pandemic. A 

Phase 1 clinical study was initiated in June 2020 (NCT04405908), and late-stage clinical studies to 

evaluate vaccine efficacy and safety are also planned. Should adjuvanted S-Trimer be proven successful 

as a COVID-19 subunit vaccine, Trimer-Tag may become an important new platform technology for 

rapid responses to future threats posed by any emerging enveloped RNA viruses.  
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Fig. 1.  High-level expression and Characterization of S-Trimer. (A) Schematic representations of 

full-length SARS-CoV-2 Spike (S) protein and the ectodomain of wild-type SARS-CoV-2 S protein-

Trimer-Tag fusion protein (S-Trimer). (B) Schematic 2-D illustration of S-Trimer with homotrimeric 

Spike protein in the prefusion conformation. (C) Reducing SDS-PAGE analysis with Coomassie Blue 

staining of high-level expression of S-Trimer as a secreted protein from CHO cells in a 15L bioreactor 

Fed-batch serum-free culture over 11 days (10 µL of cleared media were loaded for each sample) along 

with a purified standard (Std). (D) S-Trimer is a disulfide bond-linked homo-trimer as analyzed by SDS-

PAGE with Coomassie Blue staining under non-reducing (-ME) and reducing (+ME) conditions. S-

Trimer was shown to be partially cleaved at S1/S2 junction as indicated. (E)  S-Trimer is heavily N-

glycosylated. Analysis of S-Trimer before and after deglycosylation with PNGase F (-N) and PNGase F 

& Endo-O (-O) by SDS-PAGE with Coomassie Blue staining under reducing (+ME) condition.  (F) SEC-

HPLC analysis of the purity of S-Trimer with an MW of approximately 700 Kda, and a small fraction of 

cleaved S1 was shown detached from S-Trimer as indicated. (G) Determination of the binding affinity 

between S-Trimer and human ACE2-Fc by ForteBio BioLayer interferometry.    
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Fig. 2.  Detection of SARS-CoV-2 Spike Binding and Neutralizing Antibodies in Human COVID-19 

Convalescent Sera. 41 human convalescent sera collected from recovered COVID-19 subjects were 

analyzed for (A) S-Trimer binding antibody titers, ACE2-competitive titers and pseudovirus 

neutralization titers. (B) Antibody titers were stratified based on patient COVID-19 disease severity, 

patient age and gender in 34 subjects where such information was available. (C) Antibody titers in the 

human convalescent sera for the three assays (S-Trimer binding antibodies, ACE2-competitive, and 

pseudovirus neutralization) were analyzed for correlation. Points represent individual humans; horizontal 

lines indicate geometric mean titers (GMT) of EC50 for each group ± SEM.    
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Fig. 3.  Immunogenicity of S-Trimer in Mice. BALB/c mice (n=7-8/group) were immunized with 

various doses of S-Trimer that was non-adjuvanted or adjuvanted with 25 µL AS03, 10 µg CpG 1018, or 

10 µg CpG 1018 plus 50 µg alum twice on Day 0 and Day 21. The humoral immune responses on Day 35 

were analyzed and compared with a human convalescent sera (HCS) panel (n=41), based on (A) S-Trimer 

binding antibody ELISA titers, (B) ACE2-competitive ELISA titers, and (C) SARS-CoV-2 pseudovirus 

neutralization titers. After necropsy, splenocytes were harvested from mice and stimulated with S-Trimer 

antigen, followed by (D) detection of Th1 (IL-2, IFN) and Th2 (IL-4, IL-5) cytokines by ELISpot. 

ELISpot data shown represents pooled data across S-Trimer doses. Points represent individual animals or 

humans; horizontal lines indicate geometric mean titers (GMT) for antibody assays and mean values for 

ELISpot assay for each group ± SEM.   
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Fig. 4.  Immunogenicity of S-Trimer in Nonhuman Primates. Rhesus macaques (n=6/group) were 

immunized with 30 µg S-Trimer adjuvanted with 0.25 mL AS03, 30 µg S-Trimer adjuvanted with 1.5 mg 

CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on Day 0 and Day 21 and were challenged on 

Day 35 with 2.6 x 106 TCID50 (60% intranasal and 40% intratracheal) live SARS-CoV-2 virus. The 

humoral immune responses and kinetics were analyzed and compared with a human convalescent sera 

(HCS) panel, based on (A) S-Trimer binding antibody ELISA titers, (B) ACE2-competitive ELISA titers, 

(C) SARS-CoV-2 pseudovirus neutralization titers, and (D) wild-type SARS-CoV-2 virus neutralization 

titers. Circular points represent individual animals and humans; kinetics data are presented as geometric 

mean titers (GMT) ± SEM.  

1

10

100

1,000

10,000

100,000

0 7 14 21 28 35 42

S-
Tr

im
er

 B
in

d
in

g 
A

n
ti

b
o

d
y 

Ti
te

r 
-

EC
5

0

Study Day

Negative Control (Saline)

SCB-2019 (30 µg) + AS03 (250 µL)

SCB-2019 (30 µg) + CpG 1018 (1.5 mg)/Alum (750 µg)

A

Pseudovirus Neutralization Titer (EC50)

ACE2-Competitive Titer (EC50)S-Trimer Binding Antibody Titer (EC50)

SARS-CoV-2 Neutralization Titer (MN50)

HCS HCS

B

C D

100

1,000

10,000

100,000

0 7 14 21 28 35 42

SA
R

S-
C

o
V

-2
 N

e
u

tr
al

iz
at

io
n

 T
it

e
r 

-
M

N
5

0

Study Day

Vehicle

S-Trimer + AS03

S-Trimer + CpG 1018 + Alum

100

1,000

10,000

100,000

0 7 14 21 28 35 42

SA
R

S-
C

o
V

-2
 N

e
u

tr
al

iz
at

io
n

 T
it

e
r 

-
M

N
5

0

Study Day

Vehicle

S-Trimer + AS03

S-Trimer + CpG 1018 + Alum

100

1,000

10,000

100,000

0 7 14 21 28 35 42

SA
R

S-
C

o
V

-2
 N

e
u

tr
al

iz
at

io
n

 T
it

e
r 

-
M

N
5

0

Study Day

Vehicle

S-Trimer + AS03

S-Trimer + CpG 1018 + Alum

100

101

102

103

104

105

Study Day

0 7 14 21 28 35 40
SARS-CoV-2
Challenge

100

101

102

103

104

Study Day

0 7 14 21 28 35 40
SARS-CoV-2
Challenge

102

103

104

105

Study Day

0 7 14 21 28 35 40
SARS-CoV-2
Challenge

<102

103

104

105

Study Day

0 7 14 21 28 35 40
SARS-CoV-2
Challenge

<25

HCS

AS03:
CpG 1018/Alum:

Vehicle:
--
--

--
--
--

--
6

26

--
5
6

--
988
151

--
2,015
284

--
1,438
191

--
55AS03:

CpG 1018/Alum:

Vehicle:
--
--

--
--
--

--
70
13

--
430
177

--
9,574
1,825

--
17,497
3,157

--
10,849
2,481

--
670

GMT: GMT:

AS03:
CpG 1018/Alum:

Vehicle:
--
--

--
--
--

--
30
--

--
57
29

--
2,273
379

--
5,227
534

--
3,002
514

--
1,039

GMT:

AS03:
CpG 1018/Alum:

Vehicle:
--
--

--
--
--

--
--
--

--
144
120

--
14,030
5,616

--
20,234
11,682

--
35,047
2,700

--
1,232

GMT:

HCS

100

1,000

10,000

100,000

0 7 14 21 28 35 42

SA
R

S-
C

o
V

-2
 N

e
u

tr
al

iz
at

io
n

 T
it

e
r 

-
M

N
5

0

Study Day

Vehicle

S-Trimer + AS03

S-Trimer + CpG 1018 + Alum

1

10

100

1,000

10,000

0 7 14 21 28 35 42

A
C

E2
-C

o
m

p
et

it
iv

e
 T

it
e

r 
-

EC
5

0

Study Day

Negative Control (Saline)

SCB-2019 (30 µg) + AS03 (250 µL)

SCB-2019 (30 µg) + CpG 1018 (1.5 mg)/Alum (750 µg)

10

100

1,000

10,000

100,000

0 7 14 21 28 35 42

P
se

u
d

o
vi

ru
s 

N
e

u
tr

al
iz

at
io

n
 T

it
e

r 
-

EC
5

0

Study Day

Negative Control (Saline)

SCB-2019 (30 µg) + AS03 (250 µL)

SCB-2019 (30 µg) + CpG 1018 (1.5 mg)/Alum (750 µg)

100

1,000

10,000

100,000

0 7 14 21 28 35 42

SA
R

S-
C

o
V

-2
 N

e
u

tr
al

iz
at

io
n

 T
it

e
r 

-
M

N
5

0

Study Day

Vehicle

S-Trimer + AS03

S-Trimer + CpG 1018 + Alum

10

100

1,000

10,000

100,000

10.00 11.00 12.00

P
se

u
d

o
vi

ru
s 

N
eu

tr
al

iz
at

io
n

 T
it

e
r 

-
EC

50

1

10

100

1,000

10,000

10.00 11.00 12.00

A
C

E2
-C

o
m

p
e

ti
ti

ve
 T

it
e

r 
-

EC
5

0

1

10

100

1,000

10,000

100,000

10.00 11.00 12.00

S-
Tr

im
e

r 
B

in
d

in
g 

A
n

ti
b

o
d

y 
Ti

te
r 

-
EC

50

100

1,000

10,000

100,000

10.00 11.00 12.00

S-
Tr

im
e

r 
B

in
d

in
g 

A
n

ti
b

o
d

y 
Ti

te
r 

-
EC

50

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


20 

 

 

 

Fig. 5.  Immune Protection of S-Trimer against SARS-CoV-2 Challenge in Nonhuman Primates. 

Rhesus macaques (n=6/group) were immunized with 30 µg S-Trimer adjuvanted with 0.25 mL AS03, 30 

µg S-Trimer adjuvanted with 1.5 mg CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on Day 

0 and Day 21 and were challenged on Day 35 with 2.6 x 106 TCID50 (60% intratracheal and 40% 

intranasal) live SARS-CoV-2 virus. Following SARS-CoV-2 challenge, clinical observation data were 

collected based on (A) changes in body weight and (B) changes in body temperature at 0, 1, 3, 5 and 7 

dpi. (C) At necropsy at 5 dpi (n=2/group) and 7 dpi (n=4/group), lung tissues were collected for 

measurement of viral loads based on genomic RNA (gRNA). (D) Throat swab, anal swab, tracheal brush 

and nasal swab specimens at 1, 3, 5 and 7 dpi were collected for measurement of viral loads based on 

gRNA. Body weight and body temperature data are presented as mean values ± SEM. All viral load data 

are presented as geometric mean values ± SEM. (E) Histopathological examinations in lungs from 

inoculated animals was conducted at necropsy. Lung tissues were collected and IHC staining with 

antibody specific to SARS-CoV-2 Spike protein was conducted. Representative specimens are shown.  
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Materials and Methods 

 

Animal studies, facilities and ethics statements 

Specific pathogen-free (SPF) BALB/c female mice (6-8 weeks old) for immunogenicity studies 

were purchased from Chengdu Dossy Experimental Animals Co., LTD and kept under standard 

pathogen-free conditions in the animal care center at Chengdu Hi-tech Incubation Park. All 

mouse experiments were approved by the institutional animal care and use committee (IACUC) 

and were conducted according to international guidelines for animal studies. Sprague Dawley 

(SD) rats immunogenicity studies were performed at JOINN Laboratories Inc. (Suzhou, China), 

and SD rats (6-9 weeks old) were purchased from Zhejiang Vital River Laboratory Animal 

Technology Co., Ltd. Studies with SD rats were compliant with the policies of JOINN 

Laboratories Inc., the Guide for the Care and Use of Laboratory Animals (8th Edition, Institute of 

Laboratory Animal Resources, Commission on Life Sciences, National Research Council; 

National Academy Press; Washington, D.C., 2010), and the U.S. Department of Agriculture 

through the Animal Welfare Act (Public Law 99-198). The Rhesus Macaque SARS-CoV-2 

challenge study was performed at Kunming Institute of Zoology, Chinese Academy of Sciences 

(CAS), and male animals 3-6 years of age were used for the study. The biosafety level 3 (BSL3) 

lab at CAS followed the international guidelines for the animal experiment and approved by the 

institutional animal ethics committee (IACUC) prior to the studies. All study designs were 

reviewed by GSK. 

 

Human COVID-19 convalescent serum samples 

41 human convalescent sera samples from recovered COVID-19 patients (table S1) were obtained 

from Public Health Clinical Center of Chengdu in Chengdu, China, under approved guidelines by 

the Institutional Review Board (IRB), and all patients had provided written informed consent 

before sera sample were collected. All convalescent sera samples were heat inactivated at 55°C 

for 30 min before being used for analysis. 

 

Adjuvants 

AS03 (37,39) was manufactured under GMP by GSK Vaccines.  AS03 is an Adjuvant System 

containing α-tocopherol and squalene in an oil-in-water emulsion. CpG 1018 (38) was 
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manufactured under GMP by Dynavax Technologies. CpG 1018, a TLR-9 agonist, is a synthetic 

CpG-B class oligonucleotide having a phosphorothioate-backbone and the sequence 5′-

TGACTGTGAACGTTCGAGATGA-3′. Alum hydroxide was manufactured under GMP by 

Croda. The S-Trimer subunit vaccines were mixed with the adjuvants by gentle inversion in 1:1 

ratio by volume preceding each immunization. 

 

Protein expression and purification  

To produce the wild-type secreted S-Trimer fusion protein, a cDNA encoding the ectodomain of 

wild-type SARS-CoV-2 spike (S) protein (amino acid residues 1 to 1211) (GenBank: 

MN908947.3) was gene-synthesized using Cricetulus griseus (Chinese hamster)-preferred codons 

by GenScript. The cDNA was subcloned into pTRIMER expression vector (GenHunter 

Corporation) at Hind III and Bgl II sites to allow in-frame fusion of the soluble S protein to 

Trimer-Tag as described previously (18). The expression vector was transfected into GH-CHO 

(dhfr-/-) cell line (GenHunter Corporation) using FUGENE 6 (Roche) and grown in IMDM 

medium with 10% FBS. After stepwise gene amplification with increasing concentrations (0.0–10 

nM) of MTX (Sigma), the clones producing the highest S-Trimer titer were then adapted to SFM-

4CHO serum-free medium (GE BioSciences). The secreted S-Trimer fusion protein was then 

produced in 15 L bioreactors (Applikon) using a fed-batch process with Cell Boost 2 supplement 

(GE Hyclone) per instructions from the manufacturer. S-Trimer (D614G mut) was generated by 

site-directed mutagenesis using mutagenesis primer pair (5’- gccgtgctgtatcagggcgtgaattgtaccgag -

3’ and 5’- ctcggtacaattcacgccctgatacagcacggc -3’) and wild-type S-Trimer expression vector as a 

template following the protocol of QuikChange kit (Strategene). The expression vectors were 

transient transfected into HEK-293F cell lines (Clover Biopharma) using PEI (Polyscience) and 

grown in OPM-293 CD05 medium (OPM) with OPM-293 proFeed supplement (OPM). 

 

After harvesting the clarified cell culture medium via depth-filtration (Millipore) to remove cells, 

S-Trimer was purified to homogeneity by consecutive chromatographic steps. A Protein A 

affinity column using MabSelect PrismA (GE Healthcare) preloaded with Endo180-Fc was used 

to affinity-capture S-Trimer, based on the high affinity binding between Endo180 and Trimer-Tag 

(19) (fig. S1). After washing off unbound contaminating proteins, S-Trimer was eluted using 0.5 

M NaCl in phosphate buffered saline, conditions that do not elute Endo180-Fc from Protein A. 
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After one hour of low pH (pH 3.5) viral inactivation (VI) using acetic acid, the pH was adjusted 

to neutral range before loading onto Capto QXP resins (GE BioSceinces) in a flow-through mode 

to remove host cell DNA and residual host cell proteins (HCP). Then, a preventative viral 

removal (VR) step using nanofiltration followed by a final UF/DF (Millipore) for buffer change 

were used to achieve the S-Trimer active drug substance (DS).  

 

Endo180-Fc expression vector was generated by subcloning a PCR amplified cDNA encoding 

soluble human Endo180 (amino acid residue 1-1394) (19) into the HindIII site of pGH-hFc 

expression vector (GenHunter Corporation) to allow in-frame fusion to human IgG Fc. The 

expression vector was transfected into GH-CHO (dhfr-/-) cell line (GenHunter Corporation) using 

FUGENE 6 (Roche) and grown in IMDM medium with 10% FBS. After stepwise gene 

amplification with increasing concentrations (0.0–10 nM) of MTX (Sigma), a high titer clone was 

then adapted to SFM-4CHO serum-free medium (GE BioSciences). The secreted End0180-Fc 

fusion protein was then produced in 15 L bioreactors (Applikon) using a fed-batch process with 

Cell Boost 2 supplement (GE Hyclone) per instructions from the manufacturer.  Endo180-Fc was 

purified to homogeneity by protein A affinity chromatography using MabSelect PrismA (GE 

Healthcare) followed by Capto QXP resins (GE BioSceinces) in a flow-through mode to remove 

any host cell DNA and residual host cell proteins (HCP).   

 

ACE2-Fc expression vector was generated by subcloning a gene-synthesized cDNA template 

(GenScript) encoding soluble human ACE2 (amino acid residue 1-738, accession number: 

NM_001371415.1) into Hind III and Bgl II sites of pGH-hFc expression vector (GenHunter 

Corporation) to allow in-frame fusion to human IgG Fc. The expression vector was then stably 

transfected into GH-CHO (dhfr -/-) cell line and high expression clones were selected and 

adapted to SFM-4-CHO (Hyclone) serum free medium and ACE2-Fc was produced in 15 L 

bioreactors, as described for Endo180-Fc above. ACE2-Fc was purified to homogeneity from the 

conditioned medium using PoRos XQ column (Thermo Fisher) following the manufacturer’s 

instructions.  

 

To produce the influenza hemagglutinin (HA)-Trimer antigens, cDNA encoding the ectodomains 

of HA (amino acid residues 1-518 of H1N1 HA, 1-513 of H3N2 HA, 1-546 of B1 HA and 1-547 
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of B2 HA) (EpiFluDatabase Accession Nos. EPI516535, EPI614444, EPI540675, EPI498048, 

respectively) were gene-synthesized using Cricetulus griseus -preferred codons by GenScript. 

Then cDNAs were cloned into pTRIMER expression vector (consistent with S-Trimer 

construction). pTRIMER expression vectors containing HA ectodomain-encoding sequence were 

transfected into GH-CHO (dhfr-/-) cell lines using FUGENE 6 and grown in IMDM medium with 

10% FBS. After stepwise gene amplification with increasing concentrations (0.0–0.5 μM) of 

MTX (Sigma), clones producing the highest HA-Trimer titers were then adapted to SFM-4-CHO, 

and HA-Trimers were produced in 1L shake-flasks using fed-batch processes with CellBoost 2 

supplement (GE Hyclone). After completion of the upstream cell culture process, HA-Trimers 

were purified from cell-free culture media after centrifugation at 3000g for 20 min, followed by 

using a 5 mL Blue Sepharose column (GE Healthcare, Logan, UT, USA) under a salt-gradient 

(0.1-0.5 M NaCl) elution. Fractions corresponding to HA-Trimers were further polished via gel 

filtration using Superdex 200 (GE Healthcare) according to manufacturer’s instructions to change 

buffer and then concentrated by ultrafiltration into PBS. 

 

SEC-HPLC 

The purity of S-Trimer was analyzed by Size-Exclusion Chromatography (SEC-HPLC) using 

Agilent 1260 Infinity HPLC with an analytic TSK gel G3000 SWxL column (Tosoh). Phosphate 

Buffered Saline (PBS) was used as the mobile phase with OD280 nm detection over a 20 min 

period at a flow rate of 1 ml/min. 

 

Receptor binding studies of S-Trimer to human ACE2 

The binding affinity of S-Trimer to ACE2 was assessed by Bio-Layer Interferometry 

measurements on ForteBio Octet QKe (Pall). ACE2-Fc (10 µg/mL) was immobilized on Protein 

A (ProA) biosensors (Pall). Real-time receptor-binding curves were obtained by applying the 

sensor in two-fold serial dilutions of S-Trimer (22.5-36 µg/mL in PBS). Kinetic parameters (Kon 

and Koff) and affinities (KD) were analyzed using Octet software, version 12.0.  Dissociation 

constants (KD) were determined using steady state analysis, assuming a 1:1 binding model for a 

S-Trimer to ACE2-Fc.  

 

Negative staining electron microscopy 
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S-Trimer was diluted to 25 ug/mL in PBS with pH adjusted to 5.5 with acetic acid and applied for 

1 min onto the carbon-coated 400 CU mesh grid that had been glow-discharged at 12mA for 20s. 

The grids were negatively stained with 1% (w/v) uranyl formate at pH 4.0 for 1 min. The samples 

were collected through FEI Tecnai spirit electron microscope operating at 120 KeV. 

 

Immunogenicity analysis of S-Trimer in rodents 

BALB/c mice (n=7-8/group, female) were used for immunogenicity studies. Mice were 

immunized intramuscularly (IM) with various doses of S-Trimer (3µg, 9µg, 30µg/dose) that was 

non-adjuvanted or adjuvanted with 25 µL of AS03 (GSK), 10 µg of CpG 1018 (Dynavax), or 10 

µg of CpG 1018 plus 50 µg of Alum (Croda). The total injection volume of the mixed vaccines 

(antigen + adjuvant) was 50 µL per IM dose. Two IM doses were administered (at Day 0 and Day 

21). Animals were bled from the tail veins for humoral immune response analyses. Spleens were 

removed after sacrifice at Day 35 for ELISpot assays.   

 

SD rats (n=10/group, half male and female) were immunized IM with various doses of S-Trimer 

(3µg, 9µg, 30µg/dose) that was non-adjuvanted or adjuvanted with 0.25 mL of AS03 (GSK), 1.5 

mg of CpG 1018 (Dynavax), or 1.5 mg of CpG 1018 plus 0.375 mg of Alum (Croda). The total 

injection volume of mixed vaccines (antigen + adjuvant) was 0.5 mL per IM dose for animals 

receiving AS03- and CpG 1018-adjuvanted S-Trimer and 0.75 mL per IM dose for CpG 1018 

plus alum-adjuvanted S-Trimer. Total injection volume for vehicle control was 0.5 mL per IM 

dose. Three IM immunizations were administered (at Day 0, Day 14 and Day 28). Animals from 

the negative control group were injected with PBS. Animals were bled from the jugular veins for 

humoral immune response analyses. 

 

S-Trimer (or HA-Trimer) binding antibody ELISA assays  

S-Trimer binding antibody titers (or HA-Trimer binding antibody titers) in sera samples collected 

from immunized animals was determined by ELISA. 96-well plates (Corning) were coated with 

S-Trimer (or HA-Trimer) (1μg/mL, 100 μL/well) at 4℃ overnight and blocked with 2% non-fat 

milk at 37℃ for 2 h. Serial dilutions of the antisera were added to the wells. After incubating for 

1h at 37℃, the plates were washed 3 times with PBST (PBS containing 0.05% Tween-20), 

followed by incubating with goat anti-mouse, rat, monkey, or human IgG-HRP (Southern 
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Biotech) at 37℃ for 30 min. Plates were then washed 3 times with PBST and signals were 

developed using TMB substrate (Thermo Scientific). The colorimetric reaction was stopped after 

5 min by adding 2M HCl. The optical density (OD) was measured at 450 nm. Antibody titers 

(EC50) were defined as the reciprocal of the dilution from a sample at which 50% of the 

maximum absorbance was observed. A modified logit-log equation ("Fit Equation") was used to 

fit serum titration data for EC50 determination. 

 

ACE2-competitive ELISA assay 

96-well plates (Corning) were coated with 1 μg/mL ACE2-Fc (100 μL/well) at 4℃ overnight, 

blocked with 2% non-fat milk 37℃ for 2 h. After washing 3 times with PBST, the plates were 

incubated with S-Trimer (100 ng/mL) mixed with serially diluted antisera for 1 h at 37℃. After 

washing 3 times with PBST, the plates were incubated with rabbit anti-Trimer-Tag antibody 

(Clover Biopharma) at 37℃ for 1 h, followed by washing 3 times with PBST and then a 1:20000 

dilution of goat anti-rabbit IgG-HRP (Southern Biotech). After washing 3 times with PBST, TMB 

(Thermo Scientific) was added for signal development. The percentage of inhibition was 

calculated as follows: % inhibition = [(A-Blank)-(P-Blank)]/(A-Blank)x100, where A is the 

maximum OD signal of S-Trimer binding to ACE2-Fc when no serum was present, and P is the 

OD signal of S-Trimer binding to ACE2-Fc in presence of serum at a given dilution .The IC50 of a 

given serum sample was defined as the reciprocal of the dilution where the sample shows 50% 

competition. 

 

Pseudovirus neutralization assay  

SARS-CoV-2 pseudovirus neutralization assay was conducted as previously described (40), with 

some modifications. To evaluate the SARS-CoV-2 pseudovirus neutralization activity of antisera, 

samples were first heat-inactivated for 30 min and serially diluted (3-fold), incubated with an 

equal volume of 325 TCID50 pseudovirus at 37°C for 1 h, along with virus-alone (positive 

control) and cell-alone (negative control). Then, freshly-trypsinized Vero-E6 cells were added to 

each well at 20000 cells/well. Following 24 h incubation at 37°C in a 5% CO2 incubator, the cells 

were lysed and luciferase activity was determined by a Luciferase Assay System (Beyotime), 

according to the manufacturer’s protocol. The EC50 neutralizing antibody titer of a given serum 
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sample was defined as the reciprocal of the dilution where the sample showed the relative light 

units (RLUs) were reduced by 50% compared to virus alone control wells.  

 

Splenocyte stimulation and ELISpot assay 

To detect antigen-specific T-cell responses, ELISpot kits (Mabtech) measuring Th1 cytokines 

(IFN-γ, IL-2) and Th2 cytokines (IL-4 and IL-5) were used per manufacturer’s instructions. 

Splenocytes from immunized mice or PBMC from immunized Rhesus were harvested 2 weeks 

after the second IM immunization. 5 x 105  splenocytes or PBMC/well (96-well plate) were 

stimulated in vitro with 100 nM S-Trimer antigen. Phorbol 12-myristate 13-acetate (PMA) and 

ionomycin as the non-specific stimulus were added to the positive control wells, whereas the 

negative control well received no stimuli. After 48 h incubation, biotinylated detection antibodies 

from the ELISpot kits and SA-ALP/SA-HRP were added. Blots were developed by the addition 

of BCIP/NBT or AEC substrate solution, which produced colored spots after 5-30 min incubation 

in the dark. Finally, the IFN-γ, IL-2, IL-4 and IL-5 spot-forming cells (SFCs) were counted using 

an automatic ELISpot reader.  

 

SARS-CoV-2 viral challenge study in Rhesus Macaques 

The animal model for SARS-CoV-2 challenge in rhesus macaques was conducted as previously 

described (41,42). Rhesus Macaques (3-6 years old) were randomized into 3 groups of 6 animals, 

and immunized intramuscularly with either PBS as a negative control, or 30 μg S-Trimer 

adjuvanted with 0.25 mL AS03, or 30 μg S-Trimer adjuvanted with 1.5 mg CpG 1018 plus 0.75 

mg alum. The total injection volume of mixed vaccines (antigen + adjuvant) was 0.5 mL per IM 

dose for animals receiving AS03- and CpG 1018-adjuvanted S-Trimer and 0.75 mL per IM dose 

for CpG 1018 plus alum-adjuvanted S-Trimer. Total injection volume for vehicle control was 0.5 

mL per IM dose. All groups of animals were immunized twice (on Day 0 and 21) before viral 

challenge. The immunized animals were challenged with a dose of 2.6 x106 TCID50 SARS-CoV-

2 virus both intratracheally (60% of challenge dose) and intranasally (40% of challenge dose) on 

Day 35. SARS-CoV-2 strain 107 used was obtained from the Guangdong Provincial CDC, 

Guangdong, China. Blood samples were collected on Day -1, 7, 14, 21, 28 and 35 (before 

challenge) as well as 1, 3, 5, 7 days post-inoculation (dpi) for antibody assays, routine blood tests, 

blood chemistry and hematology. Clinical observations were performed on Day 35 and 1, 3, 5, 7 
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dpi, including body weight and body temperature. Tracheal brushing and various swabs (throat 

and anal) were collected 3, 5, and 7 dpi, and total RNA was extracted for viral load analysis by 

qRT-PCR. At 5 dpi, 2 rhesus macaques per group were euthanized, and at 7dpi, the remaining 

animals were euthanized. Lung tissue samples were homogenized, and total RNA was extracted 

for viral load analysis by qRT-PCR. For detection of SARS-CoV-2 genomic RNA, primers and 

probes used in this experiment included: forward primer 5’-GGGGAACTTCTCCTGCTAGAAT-

3’, reverse primer 5’-CAGACATTTTGCTCTCAAGCTG-3’, and probe FAM-

TTGCTGCTGCTTGACAGATT-TAMRA-3’, as previously described (41,42). Pathological 

examination by H&E staining and IHC staining with a mouse monoclonal antibody specific for 

S1 of SARS-CoV-2 (Clover Biopharma) were conducted.  

 

Wild-type SARS-CoV-2 neutralization assay 

Wild-type SARS-CoV-2 neutralization assay was performed in the BSL-3 lab at Kunming 

Institute of Zoology, CAS. Vero-E6 cells (2×104 per well) were seeded in a 96-well plate 

overnight. On a separate 96-well plate plate, heat-inactivated antisera (56°C for 30 min) from 

Rhesus Macaques were serially diluted in cell culture medium in 3-fold dilutions starting from 

1:100. The diluted sera were mixed with an equal volume of solution containing 100 TCID50 live 

SARS-CoV-2 virus in each well. After 1 h incubation at 37°C in a 5% CO2 incubator, the virus-

serum mixtures were transferred to the 96-well plate containing Vero-E6 cells and cultured in a 

5% CO2 incubator at 37°C for 6 days. Cytopathic effect (CPE) of each well was recorded under 

microscopes, and the neutralization titer (MN50) was calculated as the reciprocal of serum 

dilution required for 50% neutralization of viral infection. 

 

Histology and immunohistochemistry 

Lung tissues collected from the Rhesus Macaques after SARS-COV-2 viral challenge were fixed 

in 10% formalin and paraffin embedded. Sections (5 µm) were prepared and stained with 

hematoxylin and eosin (H&E). For SARS-CoV-2 viral detection, immunohistochemical staining 

for SARS-CoV2-S antigen was carried out by incubating a mouse monoclonal antibody specific 

to S1 of SARS-CoV-2 (Clover Biopharma) overnight at 4°C. After washing with PBST, HRP-

conjugated secondary antibody (ZSGB Bio PV-6002) was added for 1h at room temperature, the 
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sections were developed with DAB (ZSGB Bio ZLI-9017), and mounted with Neutral Balsam for 

analysis under an upright microscope (BX53, Olympus). 

 

Statistical analysis  

Statistical analyses were performed using the Prism 8.0 (GraphPad Software). Two-sided Mann-

Whitney tests were used to compare two experiment groups. Comparisons among multiple groups 

were performed using Kruskal-Wallis ANOVA with Dunn’s multiple comparisons tests. Two-

way ANOVA test with Tukey’s multiple comparison test was applied for multiple groups at 

different time points. P values < 0.05 were considered significant. *P < 0.05, **P < 0.01, ***P < 

0.001, ****P < 0.0001. NS, no significance.  
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Fig. S1.  Purification process of S-Trimer. (A) Downstream purification (DSP) process flow diagram for 

S-Trimer. (B) Non-reducing SDS-PAGE analysis of Endo180-Fc before and after purification from 

upstream process development (USP) serum-free media using a Protein A chromatography.  (C)  Reducing 

SDS-PAGE analysis of S-Trimer before and after purification from serum-free media via Endo-180-Fc/ 

Protein A chromatography (PA), anion-exchange chromatography (Q) and final UF/DF to obtain vaccine 

drug substance (DS).  Reference standard was loaded as a control. 
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Fig. S2.   N-terminal peptide sequencing of partially-cleaved S-Trimer. Initial results showed the full-

length S-Trimer could not be sequenced directly by Edman degradation method, while S2-Trimer fragment 

yield peptide sequence shown with predicted furin protease cleavage at S1/S2 boundary.  Following the 

removal of 14Q by pyroglutamate aminopeptidase, the N-terminal sequence for the full-length S-Trimer 

was determined by subsequent Edman degradation as indicated. Since the S2-Trimer had predicted N-

terminus after furin cleavage, the N-terminus of S1 was predicted to be the same as that of full-length S-

Trimer. 
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Fig. S3.  Negative-stain electron microscopy image of purified S-Trimer. (A) Illustrative structure and 

representative negative-stain EM images S-Trimer with homotrimeric Spike protein in the prefusion 

conformation. (B) Raw negative-stain EM image and visualization of purified S-Trimer antigens predominantly in 

the prefusion conformation.   
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Fig. S4.  Specificity of S-Trimer binding antibody ELISA assay. Human convalescent sera collected from 

recovered COVID-19 subjects (n=11) and naïve human volunteer sera (n=5) and were analyzed for antibodies 

binding to influenza hemagglutinin (HA)-Trimer antigens (H3N2, H1N1, B2 and B1 strains) or SARS-CoV-2 S-

Trimer antigen. Points represent individual humans; horizontal lines indicate geometric mean titers (GMT) ± 

SEM of EC50 for each group.   
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Fig. S5.  Correlation of antibody titers in immunized mice, rats and Rhesus Macaques. Antibody titers in (A) 

immunized mice, (B) immunized rats, and (C) immunized rhesus macaques based on three assays (S-Trimer 

binding antibodies, ACE2-competitive, and pseudovirus neutralization) were analyzed for correlation. Data 

presented are from post-immunization samples at multiple timepoints. Points represent individual animal samples. 
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Fig. S6.   Immunogenicity of S-Trimer in SD rats. SD Rats (n=10/group) were immunized with 30 µg of S-

Trimer adjuvanted with PBS vehicle control, 30 µg S-Trimer (non-adjuvanted), 30 µg S-Trimer adjuvanted with 

0.25 mL of AS03, 30 µg S-Trimer adjuvanted with 1.5 mg CpG 1018, or 30 µg S-Trimer adjuvanted with 0.75 

mg CpG 1018 plus 0.375 mg alum three times on Day 0, Day 14 and Day 28. The humoral immune responses and 

kinetics were analyzed and compared with a human convalescent sera (HCS) panel, based on (A) S-Trimer 

binding antibody ELISA titers and (B) SARS-CoV-2 pseudovirus neutralization titers. Data are presented as 

geometric mean titers (GMT) ± SEM. Antibody titers two weeks after the second immunization on Day 28 (prior 

to the third immunization) are shown for (C) S-Trimer binding antibody ELISA titers, (D) ACE2-competitive 

ELISA titers, and (E) SARS-CoV-2 pseudovirus neutralization titers. Points represent individual animals and 

humans; horizontal lines indicate GMT of EC50 for each group; kinetics data are presented as GMT ± SEM. 
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Fig. S7.  Th1 and Th2 cell-mediated immune response of S-Trimer in mice by ELISpot. BALB/c mice (n=7-

8/group) were immunized with various doses of S-Trimer that was non-adjuvanted or adjuvanted with AS03, CpG 

1018-alone, or CpG 1018 plus alum twice on Day 0 and Day 21. After necropsy, splenocytes were harvested from 

mice (n=2-6/group) and stimulated with S-Trimer antigen, followed by detection of Th1 (IL-2, IFN) and Th2 

(IL-4, IL-5) cytokines by ELISpot for the (A) non-adjuvanted S-Trimer groups, (B) AS03-adjuvanted S-Trimer 

groups, (C) CpG 1018-adjuvanted S-Trimer groups, and (D) CpG 1018 plus alum adjuvanted S-Trimer groups. 

Points represent individual animals; horizontal lines indicate mean values for each group. 
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Fig. S8.  Change in hematology parameters in Rhesus Macaques after SARS-CoV-2 challenge. Rhesus 

macaques (n=6/group) were immunized with 30 μg S-Trimer adjuvanted with 0.25 mL AS03, 30 μg S-Trimer 

adjuvanted with 1.5 mg CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on Day 0 and Day 21 and 

were challenged on Day 35 with 2.6 x 106
 TCID50 (60% intratracheal and 40% intranasal) live SARS-CoV-2 

virus. Following SARS-CoV-2 challenge, various blood chemistry parameters were analyzed at 0, 1, 3, 5 and 7 

dpi. All data are presented as mean ± SEM. 
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Fig. S9.  Change in individual body weights and body temperatures in Rhesus Macaques after SARS-CoV-

2 challenge. Rhesus macaques (n=6/group) were immunized with 30 μg S-Trimer adjuvanted with 0.25 mL 

AS03, 30 μg S-Trimer adjuvanted with 1.5 mg CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on 

Day 0 and Day 21 and were challenged on Day 35 with 2.6 x 106
 TCID50 (60% intratracheal and 40% intranasal) 

live SARS-CoV-2 virus. Following SARS-CoV-2 challenge, clinical observation data were collected based on (A) 

changes in body weight and (B) changes in body temperature at 0, 1, 3, 5 and 7 dpi. Individual animal data are 

presented.  

85

90

95

100

105

110

115

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

W
e

ig
h

t 
(%

 o
f 

B
as

e
lin

e
)

Days Post Inoculation

85

90

95

100

105

110

115

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

W
e

ig
h

t 
(%

 o
f 

B
as

e
lin

e
)

Days Post Inoculation

85

90

95

100

105

110

115

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

W
e

ig
h

t 
(%

 o
f 

B
as

e
lin

e
)

Days Post Inoculation

Vehicle S-Trimer + AS03 S-Trimer + CpG 1018/Alum

Individual Changes in Body Weights Post-Challenge

Vehicle S-Trimer + AS03 S-Trimer + CpG 1018/Alum

Individual Changes in Body Temperatures Post-Challenge

(2.0)

(1.0)

0.0

+1.0

+2.0

+3.0

+4.0

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

Te
m

p
e

ra
tu

re
 (

o
C

 C
h

an
ge

 f
ro

m
 B

as
e

lin
e

)

Days Post Inoculation

(2.0)

(1.0)

0.0

+1.0

+2.0

+3.0

+4.0

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

Te
m

p
e

ra
tu

re
 (

o
C

 C
h

an
ge

 f
ro

m
 B

as
e

lin
e

)

Days Post Inoculation

(2.0)

(1.0)

0.0

+1.0

+2.0

+3.0

+4.0

0 dpi 1 dpi 2 dpi 3 dpi 4 dpi 5 dpi 6 dpi 7 dpi

B
o

d
y 

Te
m

p
e

ra
tu

re
 (

o
C

 C
h

an
ge

 f
ro

m
 B

as
e

lin
e

)

Days Post Inoculation

A

B

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


 

 
 

 

 

Fig. S10. Change in blood chemistry parameters in Rhesus Macaques after SARS-CoV-2 challenge. Rhesus 

macaques (n=6/group) were immunized with 30 μg S-Trimer adjuvanted with 0.25 mL AS03, 30 μg S-Trimer 

adjuvanted with 1.5 mg CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on Day 0 and Day 21 and 

were challenged on Day 35 with 2.6 x 106
 TCID50 (60% intratracheal and 40% intranasal) live SARS-CoV-2 

virus. Following SARS-CoV-2 challenge, various hematology parameters were analyzed at 0, 1, 3, 5 and 7 dpi. 

All data are presented as mean ± SEM.   
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Fig. S11.  Viral loads in lung tissues in Rhesus Macaques at necropsy following SARS-CoV-2 challenge. 

Rhesus macaques (n=6/group) were immunized with 30 μg S-Trimer adjuvanted with 0.25 mL AS03, 30 μg S-

Trimer adjuvanted with 1.5 mg CpG 1018 plus 0.75 mg alum, or PBS vehicle control twice on Day 0 and Day 21 

and were challenged on Day 35 with 2.6 x 106
 TCID50 (60% intratracheal and 40% intranasal) live SARS-CoV-2 

virus. Following SARS-CoV-2 challenge and after necropsy at 5 dpi (n=2/group) and 7 dpi (n=4/group), various 

lung and trachea tissues were collected for measurement of viral loads based on genomic RNA (gRNA). Points 

represent individual animals; horizontal lines indicate geometric mean values for each group.  
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Fig. S12.  Comparison of ACE2-binding for S-Trimer (D614) and S-Trimer D614G Mut. (A) Determination 

of the binding affinity between wild-type S-Trimer (D614) or S-Trimer D614G mutant and human ACE2-Fc by 

Fortebio biolayer interferometry. (B) Determination of the ACE2-competitive binding by ELISA of wild-type S-

Trimer (D614) or S-Timer D614G mutant with sera collected from mice immunized with two IM doses of wild-

type S-Trimer adjuvanted with AS03 (n=6/experiment). Data are presented as mean ± SEM. 
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Table S1.  Human convalescent sera panel. Characteristics and information of 41 COVID-19 patients, from 

whom convalescent sera was collected and included for testing in this study. COVID-19 disease severity, patient 

age and patient gender are included, as well as S-Trimer binding antibody titers (EC50), ACE2-competitive titers 

(EC50) and SARS-CoV-2 pseudovirus neutralization titers (EC50). 

S-Trimer ACE2- PsV

Age Gender Binding Ab Competitive NAb

(years) (Male/Female) (EC50) (EC50) (EC50)

65 Male 4,409 -- 2,133
63 Female 1,326 494 2,291
67 Female 851 99 1,448
41 Male 320 74 893
62 Female 222 n.d. 58
66 Male 151 n.d. 341
25 Male 122 n.d. 280
27 Female 93 n.d. 90
34 Male 91 n.d. 917
33 Female 39 n.d. 56

Avg: 48.3 50% M / 50% F GMT: 271 5 418

54 Female 4,173 197 3,018
59 Female 3,313 173 2,800
55 Male 2,615 637 2,197
41 Male 2,586 188 1,117
62 Female 1,605 781 6,027
74 Female 1,463 121 642
57 Female 1,202 163 455
59 Male 937 208 970
49 Female 901 90 5,413
47 Male 830 782 1,760
47 Female 628 152 670
50 Male 409 101 182
23 Male 271 n.d. 1,136
55 Female 135 82 1,953
35 Male 127 n.d. 1,242
36 Female 102 n.d. 185
30 Female 56 n.d. 519

Avg: 49.0 41% M / 59% F GMT: 675 59 1,151

47 Male 10,471 1,628 5,504
60 Male 2,999 383 3,996
37 Male 2,330 598 2,209
65 Female 1,980 1,083 9,163
74 Female 1,166 287 4,885
37 Male 641 235 2,156
47 Male 352 58 20,804

Avg: 52.4 71% M / 29% F GMT: 1,682 398 5,161

-- -- 7,907 340 879
-- -- 1,824 708 5,444
-- -- 1,132 188 391
-- -- 1,066 247 1,536
-- -- 870 336 1,419
-- -- 547 232 399
-- -- 90 n.d. 17

MILD

COVID-19 

Disease

(n=10)

MODERATE

COVID-19 

Disease

(n=17)

SEVERE

COVID-19 

Disease 

(n=7)

Patient 

Information 

Not Available

(n=7)
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Table S2.  Correlation of antibody titers in immunized mice, rats, rhesus and human convalescent sera. 

Antibody titers in human convalescent sera and in immunized mice, rats, and rhesus macaques based on three 

assays (S-Trimer binding antibodies, ACE2-competitive, and pseudovirus neutralization) were analyzed for 

correlation based on Pearson’s R. 

 

 

 

 

Pearson’s R ACE2-Competitive Titer
vs.

S-Trimer Binding Ab Titer

PsV Neutralization Titer
vs.

S-Trimer Binding Ab Titer

PsV Neutralization Titer
vs.

ACE2-Competitive Titer

Mice – BALB/c (n=154) R = 0.69 R = 0.55 R = 0.59

Rats – SD (n=120) R = 0.92 R = 0.90 R = 0.88

Monkey – Rhesus (n=48) R = 0.87 R = 0.85 R = 0.90

Human Convalescent Sera (n=41) R = 0.86 R = 0.61 R = 0.67

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


 

 
 

References and Notes 

 

1  A.D. Iuliano, K.M. Roguski, H.H. Chang, D.J. Muscatello, R. Palekar, S. Tempia, C. Cohen, J.M. Gran, D. 

Schanzer, B.J. Cowling, P. Wu, J. Kyncl, L.W. Ang, M. Park, M. Redlberger-Fritz, H. Yu, L. Espenhain, A. 

Krishnan, G. Emukule, L. van Asten, S.P. da Silva, S. Aungkulanon, U. Buchholz, M. Widdowson, J.S. Bresee, 

Estimates of global seasonal influenza-associated respiratory mortality: a modelling study. Lancet 31, 1285-1300 

(2017). doi:10.1016/S0140-6736(17)33293-2  

2  J.K. Taubenberger, D.M. Morens, 1918 influenza: the mother of all pandemics. Emerg Infect Dis 12, 15-22 (2006). 

doi:10.3201/eid1201.050979 

3  Y. Guan, B.J. Zheng, Y.Q. He, X.L. Liu, Z.X. Zhuang, C.L. Cheung, S.W. Luo, P.H. Li, L.J. Zhang, Y.J. Guan, 

K.M. Butt, K.L. Wong, K.W. Chan, W. Lim, K.F. Shortridge, K.Y. Yuen, J.S. Peiris, L.L. Poon, Isolation and 

characterization of viruses related to the SARS coronavirus from animals in southern China. Science 302, 276–278 

(2003). doi:10.1126/science.1087139   

4  H.A. Mohd, J.A. Al-Tawfiq, Z.A. Memish, Middle East Respiratory Syndrome Coronavirus (MERS-CoV) origin 

and animal reservoir. Virol J 13, 87 (2016). doi:10.1186/s12985-016-0544-0  

5  Johns Hopkins University of Medicine, Coronavirus Resource Center (September 20, 2020) 

https://coronavirus.jhu.edu/map.html. 

6  D. Wrapp, N. Wang, K.S. Corbett, J.A. Goldsmith, C.L. Hsieh, O. Abiona, B.S. Graham, J.S. McLellan, Cryo-EM 

structure of the 2019-nCoV spike in the prefusion conformation. Science 367, 1260–1263 (2020). 

doi:10.1126/science.abb2507 

7  P. Zhou, X. Yang, X. Wang, B. Hu, L. Zhang, W. Zhang, H. Si, Y. Zhu, B. Li, C. Huang, H. Chen, Y. Luo, H. Guo, 

R. Jiang, M. Liu, Y. Chen, X. Shen, X. Wang, X. Zheng, K. Zhao, Q. Chen, F. Deng, L. Liu, B. Yan, F. Zhan, Y. 

Wang, G. Xiao, Z. Shi, A pneumonia outbreak associated with a new coronavirus of probable bat origin. Nature 579, 

270–273 (2020). doi:10.1038/s41586-020-2012-7 

8  B. Dariya, G.P. Nagaraju, Understanding novel COVID-19: its impact on organ failure and risk assessment for 

diabetic and cancer patients. Cytokin Growth Factor Rev 53, 43-52 (2020). doi:10.1016/j.cytogfr.2020.05.001 

9  N. Lurie, M. Saville, R. Hatchett, J. Halton, Developing Covid-19 vaccines at pandemic speed. N Engl J Med 382, 

1969-1973 (2020). doi:10.1056/NEJMp2005630 

10  L. Corey, J.R. Mascola, A.S. Fauci, F.S. Collins, A strategic approach to COVID-19 vaccine R&D. Science 368, 

948-950 (2020). doi:10.1126/science.abc5312 

11  A. Muralidharan, C. Li, L. Wang, X. Li, Immunopathogenesis associated with formaldehyde-inactivated RSV 

vaccine in preclinical and clinical studies. Expert Rev. Vaccines 16, 351 (2017). 

doi:10.1080/14760584.2017.1260452  

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


 

 
 

12  M. Bolles, D. Deming, K. Long, S. Agnihothram, A. Whitmore, M. Ferris, W. Funkhouser, L. Gralinski, A. Totura, 

M. Heise, R. Baric, A double-inactivated Severe Acute Respiratory Syndrome coronavirus vaccine provides 

incomplete protection in mice and induces increased eosinophilic proinflammatory pulmonary response upon 

challenge. J. Virol. 85, 12201 (2011). doi:10.1128/JVI.06048-11 

13  K. Sliepen, R.W. Sanders, HIV-1 envelope glycoprotein immunogens to induce broadly neutralizing antibodies. 

Expert Rev. Vaccines 15, 349-365 (2016). doi:10.1586/14760584.2016.1129905 

14  J.R. Mascola, The modern era of HIV-1 vaccine development. Science 349, 139-140 (2015). 

doi:10.1126/science.aac7800 

15  Q.J. Sattentau, J.P. Moore, Human immunodeficiency virus type 1 neutralization is determined by epitope exposure 

on the gp120 oligomer. J Exp Med 182, 185-196 (1995). doi:10.1084/jem.182.1.185  

16  D.R. Burton, R.C. Desrosiers, R.W. Doms, W.C. Koff, P.D. Kwong, J.P. Moore, G.J. Nabel, J. Sodroski, I.A. 

Wilson, R.T. Wyatt, HIV vaccine design and the neutralizing antibody problem. Nature Immunol 5, 233–236 

(2004). doi:10.1038/ni0304-233 

17  S.W. de Taeye, J.P. Moore, R.W. Sanders, HIV-1 envelope trimer design and immunization strategies to induce 

broadly neutralizing antibodies. Trends Immunol 37, 221–232 (2016). doi:10.1016/j.it.2016.01.007 

18  H. Liu, D. Su, J. Zhang, S. Ge, Y. Li, F. Wang, M. Gravel, A. Roulston, Q. Song, W. Xu, J.G. Liang, G. Shore, X. 

Wang, P. Liang, Improvement of pharmacokinetic profile of TRAIL via Trimer-Tag enhances its antitumor activity 

in vivo. Sci Rep 7, 8953 (2017). doi:10.1038/s41598-017-09518-1 

19  E.K. Thomas, M. Nakamura, D. Wienke, C.M. Isacke, A. Pozzi, P. Liang, Endo180 binds to the C-terminal region 

of type I collagen. J Biol Chem 17, 22596-22605 (2005). doi:10.1074/jbc.M501155200 

20  N. Behrendt, O.N. Jensen, L.H. Engelholm, E. Mørtz, M. Mann, K. Danø, A urokinase receptor-associated protein 

with specific collagen binding properties. J Biol Chem 275, 1993-2002 (2000). doi: 10.1074/jbc.275.3.1993 

21  N.M. Inocencio, J.F. Sucic, J.M. Moehring, M.J. Spence, T.J. Moehring, Endoprotease activities other than furin 

and PACE4 with a role in processing of HIV-I gp160 glycoproteins in CHO-K1 cells. J Biol Chem 272, 1344-1348 

(1997). doi: 10.1074/jbc.272.2.1344 

22  J. Ma, D. Su, X. Huang, Y. Liang, Y. Ma, P. Liang, S. Zheng, Cryo-EM structure of S-Trimer, a subunit vaccine 

candidate for COVID-19. bioRxiv 2020.09.21.306357 (2020). doi:10.1101/2020.09.21.306357 

23  X. Chen, Z. Pan, S. Yue, F. Yu, J. Zhang, Y. Yang, R. Li, B. Liu, X. Yang, L. Gao, Z. Li, Y. Lin, Q. Huang, L. Xu, 

J. Tang, L. Hu, J. Zhao, P. Liu, G. Zhang, Y. Chen, K. Deng, L. Ye, Disease severity dictates SARS-CoV-2-

specific neutralizing antibody responses in COVID-19. Sig Transduct Target Ther 5, 180 (2020). 

doi:10.1038/s41392-020-00301-9 

24  X. Wang, X. Guo, Q. Xin, Y. Pan, Y. Hu, J. Li, Y. Chu, Y. Feng, Q. Wang, Neutralizing antibody responses to 

Severe Acute Respiratory Syndrome Coronavirus 2 in Coronavirus Disease 2019 inpatients and convalescent 

patients. Clin Infect Dis ciaa721 (2020). doi:10.1093/cid/ciaa721 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


 

 
 

25  X. Chi, R. Yan, J. Zhang, G. Zhang, Y. Zhang, M. Hao, Z. Zhang, P. Fan, Y. Dong, Y. Yang, Z. Chen, Y. Guo, J. 

Zhang, Y. Li, X. Song, Y. Chen, L. Xia, L. Fu, L. Hou, J. Xu, C. Yu, J. Li, Q. Zhou, W. Chen, A neutralizing 

human antibody binds to the N-terminal domain of the Spike protein of SARS-CoV-2. Science 369, 650–655 

(2020). doi:10.1126/science.abc6952 

26  G. Zhou, Q. Zhao, Perspectives on therapeutic neutralizing antibodies against the novel Coronavirus SARS-CoV-2. 

Int J Biol Sci 16, 118-1723 (2020). doi:10.7150/ijbs.45123 

27  A. Addetia, K. Crawford, A. Dingens, H. Zhu, P. Roychoudhury, M.L. Huang, K.R. Jerome, J.D. Bloom, A.L. 

Greninger, Neutralizing antibodies correlate with protection from SARS-CoV-2 in humans during a fishery vessel 

outbreak with high attack rate. J Clin Microbiol 21, JCM.021107-20 (2020). doi:10.1128/JCM.02107-20 

28  V.J. Munster, F. Feldmann, B.N. Williamson, N. van Doremalen, L. Pérez- Pérez, J. Schulz, K. Meade-White, A. 

Okumura, J. Callison, B. Brumbaugh, V.A. Avanzato, R. Rosenke, P.W. Hanley, G. Saturday, D. Scott, E.R. 

Fischer, E. de Wit, Respiratory disease in rhesus macaques inoculated with SARS-CoV-2. Nature 585, 268-272 

(2020). doi:10.1038/s41586-020-2324-7 

29  N.D. Grubaugh, W.P. Hanage, A.L. Rasmussen, Making sense of mutation: what D614G means for the COVID-19 

pandemic remains unclear. Cell 182, 794–795 (2020). doi:10.1016/j.cell.2020.06.040 

30  J. Tian, N. Patel, R. Haupt, H. Zhou, S. Weston, H. Hammond, J. Lague, A.D. Portnoff, J. Norton, M. Guebre-

Xabier, B. Zhou, K. Jacobson, S. Maciejewski, R. Khatoon, M. Wisniewska, W. Moffitt, S. Kluepfel-Stahl, B. 

Ekechukwu, J. Papin, S. Boddapati, C.J. Wong, P.A. Piedra, M.B. Frieman, M.J. Massare, L. Fries, K.L. Bengtsson, 

L. Stertman, L. Ellingsworth, G. Glenn, G. Smith, SARS-CoV-2 spike glycoprotein vaccine candidate NVX-

CoV2373 elicits immunogenicity in baboons and protection in mice. bioRxiv 2020.06.29.178509 (2020). 

doi:10.1101/2020.06.29.178509 

31  Q. Gao, L. Bao, H. Mao, L. Wang, K. Xu, M. Yang, Y. Li, L. Zhu, N. Wang, Z. Lv, H. Gao, X. Ge, B. Kan, Y. Hu, 

J. Liu, F. Cai, D. Jiang, Y. Yin, C. Qin, J. Li, X. Gong, X. Lou, W. Shi, D. Wu, H. Zhang, L. Zhu, W. Deng, Y. Li, 

J. Lu, C. Li, X. Wang, W. Yin, Y. Zhang, C. Qin, Development of an inactivated vaccine candidate for SARS-CoV-

2. Science 369, 77–81 (2020). doi:10.1126/science.abc1932 

32  Y. Cai, J. Zhang, T. Xiao, H. Peng, S.M. Sterling, R.M. Walsh Jr, S. Rawson, S. Rits-Volloch, B. Chen, Distinct 

conformational states of SARS-CoV-2 spike protein. Science eabd4251 (2020). doi:10.1126/science.abd4251 

33  J. Braun, L. Loyal, M. Frentsch, D. Wendlisch, P. Georg, F. Kurth, S. Hippenstiel, M. Dingeldey, B. Kruse, F. 

Fauchere, E. Baysal, M. Mangold, L. Henze, R. Lauster, M.A. Mall, K. Beyer, J. Röhmel, S. Voigt, J. Schmitz, S. 

Miltenyi, I. Demuth, M.A. Müller, A. Hocke, M. Witzenrath, N. Suttorp, F. Kern, U. Reimer, H. Wenschuh, C. 

Drosten, V.M. Corman, C. Giesecke-Thiel, L.E. Sander, A. Thiel, SARS-CoV-2-reactive T cells in healthy donors 

and patients with COVID-19. Nature 10.1038/s41586-020-2598-9 (2020). doi:10.1038/s41586-020-2598-9 

34  T. Sekine, A. Perez-Potti, O. Rivera-Ballesteros, K. Strålin, J. Gorin, A. Olsson, S. Llewellyn-Lacey, H. Kamal, G. 

Bogdanovic, S. Muschiol, D.J. Wullimann, T. Kammann, J. Emgård, T. Parrot, E. Folkesson, Karolinska COVID-

19 Study Group, O. Rooyackers, L.I. Eriksson, J. Henter, A. Sönnerborg, T. Allander, J. Albert, M. Nielsen, J. 

Klingström, S. Gredmark-Russ, N.K. Björkström, J.K. Sandberg, D.A. Price, H. Ljunggren, S. Aleman, M. 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027


 

 
 

Buggert, Robust T cell immunity in convalescent individuals with asymptomatic or mild COVID-19. Cell 

10.1016/j.cell.2020.08.017 (2020). doi: 10.1016/j.cell.2020.08.017 

35  T.F. Rogers, F. Zhao, D. Huang, N. Beutler, A. Burns, W. He, O. Limbo, C. Smith, G. Song, J. Woehl, L. Yang, 

R.K. Abbott, S. Callaghan, E. Garcia, J. Hurtado, M. Parren, L. Peng, S. Ramirez, J. Ricketts, M.J. Ricciardi, S.A. 

Rawlings, N.C. Wu, M. Yuan, D.M. Smith, D. Nemazee, J.R. Teijaro, J.E. Voss, I.A. Wilson, R. Andrabi, B. 

Briney, E. Landais, D. Sok, J.G. Jardine, D.R. Burton, Isolation of potent SARS-CoV-2 neutralizing antibodies and 

protection from disease in a small animal model. Science 369, 956-963 (2020). doi:10.1126/science.abc7520 

36  B.L. Haagmans, D. Noack, N.M.A. Okba, W. Li, C. Wang, T. Bestebroer, R. de Vries, S. Herfst, D. de Meulder, P. 

van Run, M.M. Lamers, B. Rijnders, C. Rokx, F. van Kuppeveld, F. Grosveld, D. Drabek, C. GeurtsvanKessel, M. 

Koopmans, B.J. Bosch, T. Kuiken, B. Rockx, SARS-CoV-2 neutralizing human antibodies protects against lower 

respiratory tract disease in a hamster model. bioRxiv 2020.08.24.264630 (2020). doi:10.1101/2020.08.24.264630 

37  N. Garçon, D.W. Vaughn, A.M. Didierlaurent, Development and evaluation of AS03, an Adjuvant System 

containing α-tocopherol and squalene in an oil-in-water emulsion. Expert Rev Vaccines, 11, 349–366 (2012). 

doi:10.1586/erv.11.192 

38  J.D. Campbell, Development of the CpG adjuvant 1018: a case study. Methods Mol Biol 1494, 15-27 (2018). 

doi:10.1007/978-1-4939-6445-1_2 

39  S. Morel, A. Didierlaurent, P. Bourguignon, S. Delhaye, B. Baras, V. Jacob, C. Planty, A. Elouahabi, P. Harvengt, 

H. Carlsen, A. Kielland, P. Chomez, N. Garçon, M. Van Mechelen, Adjuvant System AS03 containing α-

tocopherol modulates innate immune response and leads to improved adaptive immunity. Vaccine 29, 2461–2473 

(2011). doi:10.1016/j.vaccine.2011.01.011   

40 J. Nie, Q. Li, J. Wu, C. Zhao, H. Hao, H. Liu, L. Zhang, L. Nie, H. Qin, M. Wang, Q. Lu, X. Li, Q. Sun, J. Liu, C. 

Fan, W. Huang, M. Xu, Y. Wang, Establishment and validation of a pseudovirus neutralization assay for SARS-

CoV-2. Emerging Microbes Infect 9, 680–686 (2020). doi:10.1080/22221751.2020.1743767 

41 V.J. Munster, F. Feldmann, B.N. Williamson, N. van Doremalen, L. Pérez- Pérez, J. Schulz, K. Meade-White, A. 

Okumura, J. Callison, B. Brumbaugh, V.A. Avanzato, R. Rosenke, P.W. Hanley, G. Saturday, D. Scott, E.R. 

Fischer, E. de Wit, Respiratory disease in rhesus macaques inoculated with SARS-CoV-2. Nature 585, 268-272 

(2020). doi:10.1038/s41586-020-2324-7 

42 T.Z. Song, H.Y. Zheng, J.B. Han, L. Jin, X. Yang, F.L. Liu, R.H. Luo, R.R. Tian, H.R. Cai, X.L. Feng, C. Liu, M.H. 

Li, Y.T. Zheng, Delayed severe cytokine storm and immune cell infiltration in SARS-CoV-2-infected aged Chinese 

rhesus macaques. Zoological Res 41, 503–516 (2020). doi:10.24272/j.issn.2095-8137.2020.202 

 

 

 

 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 24, 2020. . https://doi.org/10.1101/2020.09.24.311027doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.24.311027



